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The central dogma of molecular biology dictates that genetic information is transcribed into
messenger RNA (mRNA), which serves as a template for protein synthesis. However, less than 2%
of the human transcriptome comprises mRNAs; the majority consists of non-coding RNAs devoid of
protein-coding capability. In the first part, | will talk about the mechanistic intricacies behind mRNA
polyadenylation catalyzed by the cleavage and polyadenylation factor (CPF), revealed by
biochemical reconstitution, electron cryo-microscopy, biophysical assays, and NMR spectroscopy?.
In the second part, | will describe the architecture of the human long non-coding RNA NORAD (Non-
Coding RNA Activated By DNA Damage). Employing an integrative structural biology approach
merging chemical probing, RNA-pull downs coupled with mass spectrometry, | unveiled a structured
protein interaction hub within NORAD's functional core?.
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